In the non-centrosymmetric structure of the title compound, (C 5 H 7 N 2 )[Cr(C 2 O 4 ) 2 (H 2 O) 2 ]ÁH 2 O, the Cr III ion has a slightly distorted octahedral coordination environment defined by two chelating oxalato ligands in equatorial positions and two water molecules in axial positions. An extensive three-dimensional network of hydrogen bonds involving all the water molecules, the 4-aminopyridinium cation and some of the oxalate O atoms contributes to the stabilization of the structure. -interactions between adjacent pyridine rings provide additional stability of the crystal packing, with a closest distance between pyridine mean planes of 3.613 (1) Å . Zhao et al. (2004) . For C-O distances in oxalate anions, see: Marinescu et al. (2000) . For geometric parameters of the 4-aminopyridinium cation, see : Fun et al. (2008 : Fun et al. ( , 2009 : Fun et al. ( , 2010 Pan et al. (2008) . For discussion of hydrogen bonding, see : Blessing (1986); Brown (1976) .
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Crystal data (C 5 Hydrogen-bond geometry (Å , ). 
Data collection: CAD-4 EXPRESS (Duisenberg, 1992; Macíček & Yordanov, 1992 ); cell refinement: CAD-4 EXPRESS; data reduction: XCAD4 (Harms & Wocadlo, 1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg, 1998) ; software used to prepare material for publication: WinGX (Farrugia, 1999 (Tang et al., 2002; Martak et al., 2009; Hernández-Molina et al., 2001; Zhao et al., 2004) . In this article, we describe the crystal structure of a new chromium(III) salt, (C 5 (Marinescu et al., 2000) , the shorter values being due to the greater double bond character of the free C-O bonds. The uncoordinated 4-aminopyridinium cations are located between the anions (Fig. 2) , their geometric parameters do not show unusual features, they are in accordance with those previously reported (Fun et al., 2008 (Fun et al., , 2009 (Fun et al., , 2010 Quah et al., 2008; Ramesh et al., 2010; Rotondo et al., 2009; Pan et al., 2008) .
The crystal structure is stabilized by strong intermolecular hydrogen bonds (Blessing, 1986; Brown, 1976 H 2 O are connected to form a three-dimensional structure. Furthermore, π-π interactions between adjacent pyridine rings help to stabilize the crystal packing, the closest distance between two pyridine mean planes being 3.613 (1) Å (Fig. 3) . The hydrogen atoms were located in difference Fourier maps. Their displacement parameters were refined isotropically.
Figures Fig. 1 . : The asymmetric unit of (C 5 
H 2 O. Thermal displacement parameters are drawn at the 50% probability level; H atoms are given as spheres of arbitrary radius. 
4-Aminopyridinium trans-diaquadioxalatochromate(III) monohydrate
Crystal data (C 5 /2θ scans h = −26→1 Absorption correction: ψ scan (North et al., 1968) k = −1→12 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
